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Advanced molecular biology is the leading subjects of life science. It develops very
rapidly and is widely used in research and application of life science and medical
fields. This course will mainly introduce the key theory and research techniques of
molecular biology and the concrete application in the study of marine biology and
ﬁﬁﬁ%ﬂﬂ??;@jtﬁﬁ medicine. It will focus on the basis of molecular biology techniques, the proteomics
j} technology, high—throughput DNA sequencing and genome editing techniques that may be
involved in the study and research of marine college graduate students. The opening of
this course will help the graduate students majored in marine biology and medicine to get
a good knowledge of molecular biology which will benefit their study and research, and
also play an important role in broadening the ideas and vision of scientific research.
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Zheng D Q, Zhang K, Wu X C, et al. Global analysis of genomic instability caused by DNA
S CER replication stress in Saccharomyces cerevisiae. Proceedings of the National Academy of
Sciences, 2016, 113(50): E8114-E8121
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